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61

121

181

241

BamH Ndel
CACTATAGGGCGAAT TGAAGGAAGGCCGT CAAGGCCGCATGGATCCCATATGGT GAAAGT

GIGATATCCCGCTTAACT TCCT TCCGGCAGT TCCGECGTACCTAGGGTATACCACTTTCA

M _V_K V_
TCCGAAACT GATGGCAACCCAGCAT CCGGATAGCACCGT TGT TCTGATGCCGCAGGATGA
AGGCTTTGACTACCGT TGGEGT CGTAGGCCTATCGT GGCAACAAGACTACGGCGT CCTACT

P KL MATQHUPDSTVV L MP QD E

AGT TGAAGAGGCAAT TCAGGATGT TCTGCCGECT GGAT CAGGGT GGTCGTGGT TGTGATGA

--------- A S
TCAACTTCTCCGT TAAGT CCTACAAGACGGCGACCTAGI CCCACCAGCACCAACACTACT
V.E E Al _Q DV L P L D QGGUR G C D E.

AAAAATGGT TGATTATGAAGGTAAAGCCACCCCGTATAATCAGATGCGTGATATTATTGA

--------- S
TTTTTACCAACTAATACTTCCATTTCGGTGGGGCATATTAGT CTACGCACTATAATAACT
K MV DY E GKATUPY NQMRTIDI_ I _ E

AGAGGTGCGCAAATATGATGT TGT TCCGGGTGAAGATTTTCTGATTACACCGCGTGI TCC

--------- S
TCTCCACGCGTITTATACTACAACAAGGCCCACTTCTAAAAGACTAAT GT GGCGCACAAGG
E VR K Y DV VP GEDF L I_TP RV P
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301

361

421

481

541

601

661

GAATCCGAAACT GGAAGATAAAGAT CGT CATCT GCTGGCAAT TACCGCAGCAGI TACCGC

CTTAGCCTTTGACCTTCTATTTCTAGCAGT AGACGACCGT TAATGGECGT CGT CAATGECG

NP KL EDIKDIRHLLAI_TAAV TA

AAATATGTATAGCCAGATGTATTTCAACACCGATGCCATCAAATATATCATTCTGCCGAT

TTTATACATATCGGT CTACATAAAGT TGTGGCTACGGTAGT TTATATAGTAAGACGCCTA

NMY S QMY FNTDAI_KY I_lI_L P M

GAGCACCAGCACCCTGGAACT GGCAGAAGT TCAGCGT CGTATTCTGAAAGT TGAACGT CT

CTCGT GGT CGTGGGACCT TGACCGT CTTCAAGT CGCAGCATAAGACT TTCAACTTGCAGA
S TS T L _E L A EV QRR I _L KV E R L

Bst BI
GGTTAGCGAAGAATTTAGCCTGCGTATTGAAGAATGGATTAAACTGATTCCGCTGTTCGA
--------- T T T T T

CCAATCCCTTCTTAAATCGGACGCATAACT TCTTACCT AATTTGACTAAGGCGACAAGCT

VS EE F S L RI_E EWI_K L I_P L F E

AACCGCAGAAAGCCACATGCATATTGATGAAATTGT TGAAGGT CTGCGCATTGCCTTCAT

TTGGCGTCTTTCGGT GTACGTATAACTACTTTAACAACT TCCAGACGCGTAACGGAAGTA

T A ESHMHI _DEI_V EGIL R I_AF I_

TAAAGAAAT TGGCATGT TTGAGAACGAATTTCGCATCT TTATGEGECAAAAGCGATAGCGG

ATTTCTTTAACCGTACAAACTCTTGCT TAAAGCGTAGAAATACCCGT TTTCGCTATCGCC

K EI_GMF ENZEFURI_F MGK S D S G

TATTCATAGCGGTCATATTGCAAGCAGCATTGGTGI TCGTATGGEGTCTGCTGAAACTGTG

ATAAGTATCGCCAGTATAACGT TCGT CGTAACCACAAGCATACCCAGACGACTTTGACAC
J_H S GHI_A S SI_GVRMGIL L KL W



721

781

841

901

961

1021

1081

GAATTGGCAGAAAGATACCATGT TCAAAGT GTATCCGAT TATCGGT ATGGGTAAACCGCC

CTTAACCGTCTTTCTATGGTACAAGTI TTCACATAGGCTAATAGCCATACCCATTTGGECGG

NWQKDTMFKVYPI I _GMGKUP P

TCTGCGT GGT CACATGGCAGAAT GGGT TAT TGAAGAT TGGGT TGAAGCATGGCGTGGT TA

AGACGCACCAGT GTACCGT CTTACCCAATAACTTCTAACCCAACT TCGTACCGCACCAAT
L RGHMAEWV I _EDWVEAWRG.Y

Pvul
TTATACCGCAACCGT TCAGAGCGCACTGCGT TTTAATACCGATCGTAAAGATTATGT GCA
--------- T

AATATGGCGT TGGCAAGT CTCGCGT GACGCAAAAT TATGECTAGCATTTCTAATACACGT
Y T A T V. QS A L R F NT DRK DY V H

Bst El |

TACCATTACCGT GGT GACCAAAAAT AGCGGT AAACAGCCT CCGCTGGAACTGCTGGGT TA

ATGGTAATGGECACCACTGGT TTTTATCGCCATTTGT CGGAGGCGACCT TGACGACCCAAT

T 1T V VT K N S GK QP P L E L L G Y

TGCAAAAGAAAT GGT TAAT GT TGCATGGCGT GCAAGCGAAGT TTATCTGAGCCGT CTGGA

ACGTTTTCTTTACCAATTACAACGT ACCGCACGT TCGCT TCAAATAGACT CGGCAGACCT

A K EMVNVAWRASEWV Y L S RL _E

ACGTCTGGCAGATATGATTAGCT TTATGGCCAAATTTGT TACCCGTACCCGT GCACGTCT

TGCAGACCGTCTATACTAATCGAAATACCGGT TTAAACAAT GGGCAT GGGCACGT GCAGA

RL ADMI S F MAKZFVTRTRARIL

Agel

GGATAGCTATAAACGT CGTGCAAAAACCGGTAAAGAAATGCCTCGTGCAATTCGTTTTTG

CCTATCGATATTTGCAGCACGT TTTTGGCCATTTCTTTACGGAGCACGT TAAGCAAAAAC
DS Y K RRAKTGKEMPRAI_RF_C



1141

1201

1261

1321

1381

1441

1501

TGCAAGCCTGTATAGCAT GGGT CTGGGT CCGACCCT GATTGGT GCCGGTGI TATTGAAGA

ACGTTCGGACATATCGT ACCCAGACCCAGCCT GGGACT AACCACGGCCACAATAACTTCT

A S LY S MG L GP T L I _GA GV I_E E

ACTGGCAAGCGGECACCGCAGAAAAACT GGAACATCTCCTGAAATTTGT TCCGCTGCTGCC

TGACCGT TCGCCGTGECGT CTTTTTGACCT TGTAGACGACT TTAAACAAGGCGACGACGG

L AS GT A E KL E HUL L KF VP L L P

GAAAGATTTTGCATTTGATTATGCATTCACCGATCTGGAAGT GT TCAAACGT TATGTGGA

CTTTCTAAAACGTAAACTAATACGT AAGT GGCTAGACCT TCACAAGT TTGCAATACACCT

K D F A F DY A F T DL E V F KRY VD

TGAAAAAACCT TTGAAATTATCAAAAAAGAT GT GGAT GT GGTGAAAGAATACT TCGCCAA

ACTTTTTTGGAAACTTTAATAGT TTTTTCTACACCTACACCACTTTCTTATGAAGCGGT T

_E K T F E I _1_K K DV DVVKEY F AN

TGI TGAACCGCCTAAAAGCCCT CCGGAAGGT TATTTTGAAAAACT GCGCGAACT GCGT GG

ACAACT TGCCGGATTTTCGGGAGGECCT TCCAATAAAACT TTTTGACGCGCT TGACGCACC

V. E P P K S P P EGY F E KL REL R G

TGCACT GGATGAAGCCGAAGT TAGCCGT GCAAAAGCAAT TGT TATGGAACT GGCCGAAAT

ACGTGACCTACTTCGGCTTCAATCGGCACGT TTTCGT TAACAATACCTTGACCGECTTTA
A L DEAEV SRAKAI _VMEL A E M

Ncol
Hi ncl |
GCGTGGTTTTCTGGGT TAACCATGGECTGGGECCTCATGEECCTTCCTTTCACTGCCCGCTT
--------- T T S

CGCACCAAAAGACCCAATTGGT ACCGACCCGGAGT ACCCGGAAGGAAAGT GACGGGCGAA
R G F L _G_*






